Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.035; wR factor = 0.082; data-to-parameter ratio = 19.5.
In the title compound, C 13 H 13 NO 4 , the bicyclic quinolone fragment and the ester group are approximately orthogonal, making a dihedral angle of 83.3 (2) and an intramolecular C-HÁ Á ÁO interaction occurs. In the crystal, intermolecular O-HÁ Á ÁO hydrogen bonding generates a zigzag chain along the c axis.
Related literature
Esters of 4-hydroxy-2-oxo-1,2-dihydroquinolin-3-acetic acids reveal appreciable biological activity, see: Ukrainets et al. 
Experimental
Crystal data independent and constrained refinement Á max = 0.14 e Å
À3
Á min = À0.14 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Methyl 2-(4-hydroxy-1-methyl-2-oxo-1,2-dihydroquinolin-3-yl)acetate S. V. Shishkina, O. V. Shishkin, I. V. Ukrainets and E. V. Mospanova
Comment
Esters of 4-hydroxy-2-oxo-1,2-dihydroquinolin-3-acetic acids reveal appreciable biological activity (Ukrainets et al., 2010) .
It is interesting that the ethyl ester possesses stronger anti-inflammory activity than methyl ester. On the contrary, the methyl ester has pronounced analgetic activity. In this paper we report the molecular and crystal structure of the (4-hydroxy-1-methyl-2-oxo-1,2-dihydroquinolin-3-yl)-acetic acid methyl ester (I) (Fig. 1) with a comparative analysis with previously studied ethyl analogue (II) (Ukrainets et al., 2009) . In contrast to II the bicyclic fragment of I is not strictly planar (the C1-N1-C9-C8 torsion angle is -5.8 (2) °). The planar ester group at the C10 atom is orthogonal to the plane of quinoline ring (the C7-C8-C10-C11 torsion angle is 93.9 (1) °) and the C8-C10-C11-O3 torsion angle is -19.7 (2) °. The 
Experimental
(4-hydroxy-1-methyl-2-oxo-1,2-dihydroquinolin-3-yl)-acetic acid is synthesised using the published method (Ukrainets et al., 2010) . Yield 96%; m.p. 452-454 K.
Refinement
All hydrogen atoms were located from electron density difference maps and were refined in the riding mode approximation with U iso constrained to be 1.5 times U eq of the carrier atom for the methyl group and 1.2 times U eq of the carrier atom for the other atoms. The hydrogen atom of the hydroxyl group was refined in an isotropic mode. Figures   Fig. 1 . View of the title compound with atomic membering. All atoms are shown with displacement ellipsoids drawn at the 50% probability level.
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